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Homma ME. Wada 1. Suzuki T. Yamalki J. Krebs EG. Homma Y. Links

CK?2 phosphorylation of eukaryotic translation initiation factor 5 potentiates cell cycle progression.
Proc Natl Acad Sci U3 A 2005 Oct 14; [Epub ahead of print]
PMID: 16227438 [PubMed - as supplied by publisher]

Leevers SJ. McNeill H. Links

Controlling the size of organs and organisms.
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Counting cytokinesis proteins globally and locally in fission yeast.
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David-Pieuty T. Felated Articles, Links

The flexible evolutionary anchorage-dependent Pardee's restriction point of mammalian cells. How its deregulation
may lead to cancer.
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Mitotic cyclin (Clb2)-bound Cdc28 (Cdkl
homolog) directly phosphorylated Swel and
this modification served as a priming step to
promote subsequent Cdc5-dependent Swel

hyperphosphorylation and degradation
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Furthermore, SW14 associates with CLEZ protein and is a substrate for the CLB2-associated CDC28 kinase in vitro. 1"‘ &

Furthermore, the Cks1 protein was shown to be physically associated with active forms of the Cdc28 : = &
The cyclin-dependent kinase Cdc28p associates with the cyclin Clb2p to induce mitosis in the yeast Saccharomyces = &
cerevisiae.

We find that G1 arrest in the cdc37-1 mutant is accompanied by a decrease in the Cdc28 activity associated with the G1 . &
Cind.

We found that Hctl was phosphorylated in vivo at multiple CDK consensus sites during cell cycle stages when activity - &
of the cyclin-dependent kinase Cdc28 is high and APC activity is low.

It is likely, therefore, that Cks1 mediates a more specialized function of the Cdc2B kinase such as its ability to form o I &
specific multimeric complexes or to localize properly in cellular compartments.

Cde3T promotes the stability of protein kinases Cdc28 and Cak1.

In addition, Cdc37 promotes the production of Cakl, but not that of Cdc28, when coexpressed in insect cells.

The B-type Clb5 and CibE are the primary activators of the S phase function of the budding yeast CDK Cdc28. == &

All three cakl1 mutants displayed significant synthetic interactions with loss-of-function mutations in CDC28 and KINZE.
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The B-type cvclins Clb5 [CLES] and ClbE [CLEE] are the primary activators of the S phase function of the budding yeast CDK =
Cdc28 [CDC28].

Furthermore, SW14 associates with CLEZ [CLEZ] protein and is a substrate for the CLB2-associated CDC28 [CDC28] kinase in =
vitro.

The cyclin-dependent kinase Cdc28 [CDC28]p associates with the cyclin Cib2 [CLEZ]p to induce mitosis in the yeast o
3accharomyces cerevisiae.

In addition, Cdc37 [CDC37] promotes the production of Cak1 [CAK1], but not that of Cdc28 [CDC28], when coexpressed in =
insect cells.

We found that Hctd [CDH1] was phosphorylated in vive at multiple COK consensus sites during cell cycle stages when activity =%
of the cyclin-dependent kinase Cdc28 [CDC28] is high and APC activity is low.

All three cak1 [CAK1] mutants displayed significant synthetic interactions with loss-of-function mutations in CDC28 [CDCZ28] <=
and KIN28 [KIN28].

Cdc37 [CDC37] promotes the stability of protein kinases Cdc28 [CDC28] and Cak1 [CAK1]. a0
Furthermore, the Cks1 [CKS1] protein was shown to be physically associated with active forms of the Cdc28 [CDC28] protel =

We find that G1 arrest in the cdc37-1 mutant is accompanied by a decrease in the Cdc28 [CDC28] activity associated with the s
G1 cyclin Cin2 [CLN2].

It is likely, therefore, that Cks1 [CKS1] mediates a more specialized function of the Cdc28 [CDCZ28] kinase such as its ability to =
form specific multimeric complexes or to localize properly in cellular compartments.

If vou find iHOP useful please cite as "Hoffmann, R, Valencia, A. A gene natwork for navigating the literaturs. Mature Genetics 38, 664 (20047,
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Mitotic cyclin (Clb2)-bound Cdc28 (Cdkl
homoloq) directly phosphorylated Swel and
this modification served as a priming step to
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genotype to phenotype
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